Healthy flowers from various known natural habitats were located, photographed in field and collected. Photographs of healthy flowers in the laboratory were also obtained to record interesting details. The interval between sampling and processing of the flowers was less than ten hours. The sample size ranged from 10 to 20 flowers for each species. Flower samples were identified using standard keys. Cross sections of ovaries were also taken in order to study its structure and thereafter photographed. The ovaries to be inoculated were given a preliminary treatment to eliminate epiphytic microflora. The isolation of floral ovarian endophytic yeast was done on Malt Extract Agar media containing cocktail of antibiotics. The isolates were then purified and maintained on malt extract agar and were tentatively identified using standard keys.
INTRODUCTION
Soil is considered the ultimate reservoir of all the microbiota and specifically the yeasts. However their association with different plant organs and at different developmental stages is not fully explored. Although about 1000 yeast species have been identified, exploration of various microhabitats such as plant storage organ, flowers, nectar, tree sap is expected to yield large number of novel species, including interesting endophytic yeasts (Carlos & Gabor, 2006) . Angiosperms are considered the most diverse group of plant kingdom comprising of about 250,000 species (Kenrick, 1999) . As a part of exhaustive exploration of yeasts associated with angiosperm flowers , specific attention was paid to floral ovaries to detect the presence of endophytic yeast flora.
RESULTS
A total of 52 flower species belonging to 25 families were sampled and screened for endophytic yeasts. Altogether ten viable yeast strains were obtained from seven flower species. The flowers in their natural habitat with their corresponding ovary sections and yeast isolates is depicted in the Figure. A tentative identification of these isolates revealed the presence of nine Ascomycetous and single Basidiomycetous form. In Ascomycetes, seven were wild Saccharomyces type budding yeasts, one Candida, one yeast phase of Fusarium oxysporum and an unidentified Basidiomycetous yeast (Table 1) . 
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DISCUSSION
There are over 250,000 species of angiosperms which make up around 80% of all the existing plant species on earth. In spite the large diversity of angiosperms and advance work on floral biology, comparatively less attention has been paid to the microflora of floral ovaries. Ten strains were obtained by sampling 52 flower species yielding a colonization rate of 13.5%. This shows that unexplored or underexplored tropical microhabitats act as store house of wild yeasts. The presence of nine Ascomycetous and a single Basidiomycetous strain indicate that angiosperm floral ovaries may harbor interesting and economically useful yeast biodiversity with Ascomycetous yeast being dominant form. Considering 250,000 angiosperm species in the world, it is predicted that under most optimistic sampling scenario, an exhaustive global effort to explore the biodiversity of endophytic ovarian yeast may finally result in 30-35,000 promising flowers yielding 55-60,000 yeast strains. This is likely to change the present perception and picture of the magnitude of the global fungal biodiversity in general and yeast biodiversity in particular.
